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Regulation of circRNAs in Osteogenic Differentiation
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Abstract

circRNAs (circular RNAs), a novel class of endogenous noncoding RNAs, play a key role in

regulating growth and development of diseases. Recent studies confirmed that circRNAs were involved in regulat-

ing osteogenic differentiation of PDLSCs (periodontal ligament stem cells) and BMSCs (bone marrow stem cells).

This review focuses on the latest research progress of circRNAs in osteogenic differentiation, to help develop new

therapies for bone diseases.
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Fig.1 Synthesis, classification and function of circRNAs (modified from reference [12])
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Fig.2 Regulation mechanism of circRNAs in osteogenic differentiation
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BRHE 0T miR-199b-5p 1K IE, (£ HEBMSCsHI R H 7
1k, 2% W circRNAs-IGSF116E & iltmiR-199b-5p ] ik
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